Supplementary info:
1. Supplementary Table 1. Primer pairs used for RT-qPCR (Table) 2. Supplementary Table 2 Nod1  5'-CTCACGGTTATCAGACTCAGC-3'  5'-TTCCTCACATAGCACCTTCAC-3'  Nod2  5'-TGGCCAGGATTCTGAAGGGTTC-3'  5'-ATCCACAGCAACAGGCGTTCAG-3'  nlrp3  5'-ACTGACCATCCCGCATAAGGAG-3'  5'-TGAGAGGCTGCCACAAACCTTC-3'  il1b 5'-CAAGGCCACAGGTATTTTGT-3' 5'-GAAATGCCACCTTTTGACAG-3' actb 5'-CTGGGAGTGGGGAGGC-3' 5'-TCAACTGGTCTCAGTG-3' Supplemental Figure 1 . Primary pre-pubertal Sertoli cells isolated from 18 day old male mice (n=80). Samples are shown on the day of isolation and after 3, 6 and 14 days.
Supplementary
The experiments were done at 3-6 day, as at day 14 the cells acquired senescence phenotype, with giant cell formation and vacuolization. The images were acquired using Nikon NIS Elements AR software and transferred to Fiji (ImageJ implementation) module for co-localization assessment. R total (intact acquired images) was estimated of 0.188 Negative controls of Sertoli cells stained only with the specified secondary antibodies did not show significant co-localization due to their emitting spectra and non-specific staining patterns. Selection of segmented data from cluster "Upper Left", belonging to objects having treatment attribute "iE-DAP".
The logical clause "AND" upon selection is applied in the highlighted box on the upper window.
Cross-linked chart showing the values of some attributes of the selected objects.
Selection of attributes to be exported for the selected objects (TAB delimited flat text file).
Few objects were found in cluster "Upper Right" to of the group of nontreated cells, but to belong to all of the three molecular types.
The objects from the selected cluster were filtered to belong only to treatment attr. "nt", i.e. non-treated
The cross-link variable chart and selected variable instances distribution plot demonstrated high number of object colocalization and wide distribution voxel level colocalization.
Selected attributes of the filtered objects were exported and analyzed in Excel, see Main Figure 4C .
Supplemental Figure 14 . Algorithm of clustering single particle expression data after RapidMiner step. 
